AMENDMENTS 



IN THE CLAIMS: 



Please amend claims 47, 60 and 63-67, as follows: 




47. (twice amended) A fertile, transgenic maize plant, toe genome of which has been 
augmented by the introduction of a DNA composition cmnprising a selectable or screenable 
marker gene [comprising] selected from the group ofgenes consisting of a dalapon dehalogenase 
(deh) gene[,]; an anthranilate synthase gene^at confers resistance to 5 methyl tryptophan^]! 
an aequorin gene [, or] and a gene epcioding a cell wall protein, so that the transgenic plant 
exhibits one or more phenotypip^6haracteristics that render it identifiable over the corresponding 
untransformed maize pjafit which does not comprise said gene, and wherein said gene is 
transmittable through normal sexual reproduction of the transgenic maize plant to subsequent 



generation ^ants . 



60. (amended) A fertile, transgenic maize plant, jfene genome of which has been augmented by 
the introduction of a DNA composition comprising a negatively-selectable marker [comprising] 
^ selected from the group of genes consisting a cytosine deaminase gene[,]i a T-DNA gene 2[,]i 
an antisense bar gene : and [or] an anj^sense npiR gene, so that the transgenic plant exhibits one 
or more characteristics that render it identifiable VverJbeV:orresponding untransformed maize 
plant which does not comprise said marker, and wherein said marker is transmittable through 
normal sexual reproduction of the transgenic maize plant to subsequent generation plants. 
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63. (amended) A fertile, transgenic maize plapf; the genome of which has been augmented by 
the introduction of a DNA compositioinramprising a gene encoding an insect resistance trait 
[comprising] selected from the group of genes consisting of an oryzacystatin gene[,]; a wheat 
or barley amylase inhibitor grae[Ji a lipoxygenase gene[,]; an ecdy steroid UDP-glucosyl 
transferase gene ; and [or] ^DIMBOA synthetic gerte of the bx locus, so that the transgenic plant 
exhibits one or more p]?enotypic characteristics\6at render it identifiable over the corresponding 
untransformed majfe plant which does not comprise said gene, and wherein said gene is 
transmittable through normal sexual reproduction of the transgenic maize plant to subsequent 
generation iflants . 



64. (amended) A fertile, transgenic maize plant, the genome of which has been augmented by 
the introduction of a DNA composition comprising a gene encoding a disease resistance trait 
[comprising] selected from the group of genes consisting of a cecropin gene[,]; a magainin gene; 
and [or] a pathogenesis related (PR) protein gene, so that the transgenic plant exhibits one or 
more phenotypic characteristics that render it identifiable over the corresponding untransformed 
maize plant which does not comprise said gene, and wherein said gene is transmittable through 
normal sexual reproduction of/flie transgenic maize plant to subsequent generation plants. 



65. (amended) A fertile, transgenic maize plant, the genome of which has been augmented by 
the introduction of a DNA composition comprising a gene encoding a stress resistance trait 
[comprising] selected from the /group ol genesv consisting of a glycerol-3-phosphate 
acetyltransferase gene[,]; a superoxide dismutase^ene[,l \and [or] a glutathione reductase gene, 
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so that the transgenic plant exhibits one or more phenotymc characteristics that render it 
identifiable over the corresponding untransformed maizeyplant which does not comprise said 
gene, and wherein said gene is transmittable throjl^h normal sexual reproduction of the 
transgenic maize plant to subsequent generation ttfants. 



66. (amended) A fertile, transgenic mabe plant, the genome of which has been augmented by 
the introduction of a DNA compositum comprising a gene\encoding a drought resistance trait 
[comprising] selected from the/ group of genes Von^trng of a mannitol-1 -phosphate 
dehydrogenase gene[,]; a / trehalose-6-phosphate %ynthask gene[,]i a myoinositol 
O-methyltransferase gene ; /nd [or] a Late Embryogenic Protein (LEA) gene, so that the 
transgenic plant exhibits/one or more phenotypic characteristics that render it identifiable over 
the corresponding untransformed maize plant which does not comprise said gene, and wherein 
said gene is transrafittable through normal sexual reproduction of the transgenic maize plant to 
subsequent generation plants. 



67. (amended) A fertile, transgenic majzeplant, the genome of which has been augmented by 
the introduction of a DNA composition comprising a gene encoding a grain composition trait 
[comprising] selected from thg^roup of genes consisting of an aspartokinase gene[,]i an acetyl- 
CoA carboxylase geneyi an ACP-acyltransferase gene[,]; a /3-ketoacyl-ACP synthase gene[,]i 
an acyl carrier protein gene[,]i a fatty acid desaturase gene[,]i a fatty acid epoxidase gene[,]i 
a fatty acid hyaratase gene[,]i a fatty acid dehydratase gene[,]i a sense or antisense phytoene 
synthase g^ne[,]i a sense or antisense phytoene desaturase gene[,]i a sense or antisense lycopene 
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